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Raw sequence of NGS (1) Raw sequences generated by NGS machines

- We will reconstruct rice (Oryza sativa) genomes based on raw data of 3000 rice genomes.



Raw sequence of NGS (2) Raw sequences generated by NGS machines

- Raw data can be found in NCBI Short Read Archive (SRA) or EMBL European Nucleotide Archive or 

DDBJ DDBJ Read Archive (DRA).

NCBI (SRA) EMBL (ENA) DDBJ (DRA)



Raw sequence of NGS (3) Raw sequences generated by NGS machines

- Usually, we can download data via DDBJ or EMBL because NCBI ask us to use special toolkit to 

download.

- Three archives are synchronized periodically so that data in three archives are same.



Raw sequence of NGS (4) Raw sequences generated by NGS machines

- Download fastq files from the below link.

- Downloaded files are compressed files because of large size of file.

- gz format is better uncompressed in server side because we have to transfer file from local computer 

to server.

- To transfer files, WinSCP program can be used.

- Server IP, port, user account information are

required.



Raw sequence of NGS (5) Raw sequences generated by NGS machines

- Server information is like below:

IP : www.infoboss.co.kr
Port : 2015
ID : bioinfo
Password : todanfwjdqhgkr

- Using WinSCP, let’s upload files after connecting servers.

- Please use personal folder after login, if not, you may not lose your data for the remaining lecture!



Basic Linux Commands (1) Basic commands to operate servers

- Let’s login to server using Putty.



Basic Linux Commands (2) Basic commands to operate servers

- List of files and directories : ls -al

- Change directory: cd



Basic Linux Commands (3) Basic commands to operate servers

- Copy files: cp

- Move files : mv

- Rename filename?



Basic Linux Commands (4) Basic commands to operate servers

- Compress file using gzip : gzip [filename]

- Uncompress file using gzip : gzip –d [filename]



Basic Linux Commands (5) Basic commands to operate servers

- Counting number of lines in file: wc –l [filename]



Perl Program for Cutting Small Part of File First perl program in Linux

- To run perl program in Linux, please use the below header:

#!/usr/bin/perl –w

use strict;

PC31.pl

- Let’s make program to cut 100,000 lines from the downloaded files because that file is too big to test 

during lecture!

Write the program in PC Test program in PC

Upload program to ServerRunning perl program in server



Thank you for your attention!

If you have question, 
please ask! =)

starflr@infoboss.co.kr


