Welcome to
the Bioinformatics Class!
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Reflections on the first ten
years of the human genomics age

GENOMICS METHODS HEALTH 2 NATUREASIA.COM

THEENDOF |  MOREBASES FROM LAB
THE BEGINNING | PERDOLLAR TO CLINIC
Eric Lander ontheimpactof |° Elaine Mardis on the march Aroadmap to
the human genome sequence of sequencing technology ‘ genomic medicine
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I hope so...




Downloaded from genome.cshlp.org on August 11, 2009 - Published by Cold Spring Harbor Laboratory Press

The first Korean genome sequence and analysis: Full genome
sequencing for a socio-ethnic group

Sung-Min Ahn, Tae-Hyung Kim, Sunghoon Lee, et al.

Genome Res. published online May 26, 2009
Access the most recent version at doi:10.1101/gr.092197.109
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Dr. Kim Seong-jin
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http://www.ted.com/talks/richard resnick

welcome to the genomic revolution.html

?quote=1064




Today's key word and
Take home message:

NGS (Nest Generation Sequencing):

High-throughput revolutionary DNA
sequencing technique



